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Isolation of polymorphic microsatellite loci from Eurasian
woodcock (Scolopax rusticola) and their cross-utility in

related species
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Abstract

We solated one trinucleotide and seven letranucleotide microsatellite loci for the Eurasian
woodcock (Scolopax rusticola). We describe polymerase chain reaction conditions and

primers for the successful amplification of these loci and report the results obis

ed from

their use in 42 specimens from two populations in Europe. The number of alleles per locus
ranged from three to 15, observed heterozygosity was comprised between 0.1 and 1.00
and expected heterozygosity ranged between 010 and 01, Cross-specific amplification
experiments highlighted the potential usefulness of these molecular markers for the study

of three related scolopacid waders.
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‘The Eurasian woodcock (Scolopax rusticol) is a woodland
breeding wader with a Palearctic distribution that extends
from East Asia to Western Europe and the Macaronesian
islands of Canaries, Madeira and Azores (del Hoyo ef al.
1996).Itis a migratory species across most of s ange, but
resident populations are found in Western Europe and in
the Macaronesian sands (del Hoyo t . 1996). The Eurasian
woodcock s a very important quarry species in Europe,
with an annual bag,estimate of 3-4 million birds (Ferrand
& Gossmann 2001). Highly polymorphic microsatellte
markers may allow researchers o investigate the degree of
Population structuring and gene flow betsween populations,
the process of colonization of Macaronesian islands and
aspects related tots socialstructure,for which knowledge
has been hampered by the species’ secretive behaviour.
‘Somples were colected in Angers (France, N =20)and Tver
(Russia, N = 22). DNA was extracted from muscle samples
using a standard phenol-chloroform method (Sambrook
etal. 1989)and enriched for (TAA), (GAT), (GAA), (GTG),,
(GATA),, (TGGA),, (GACA), and (GGCAGATA),,
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following a procedure modified from Hamilton e al. 1999)
Briely, 50} of DNA was digested with 150 U each of N,
Realand Hall Resticton fragmentsof 300700 base pirs
(bp) were excised from an agarose gel, dephosphorylated
with calfintestinal alkaline phosphatase and igated to SNX
linkers (Harmilton et al. 1999). I was then hybridized with
biotinilated microsatellte ligonucleotides, and the DNA
with micrasatelltes was captured with streptavidin-coated
‘magnetic beads (Dynabeads M-280 Streptavidin Invitrogen)
and subsequently amplified by polymerase chain reaction
(PCR) with SNX-F primer. Amplified DNA was lgated into
the Xl siteof pBluescript Il SK-+ (Stratagene) and plasmid
constructs swere used 1o electroporate. FlctraTen-Blue
Electroporation Competent (Stratagene) Escherici el clls
Pasitve recombinants were replated on LB agar medium
and lifted onto nylon membranes, which were probed with
DIG labelled microsatelte mrives used in the enrichment.
Insert DNA from sereen positves with inserls n the range
of 30070 bp were sequenced with forward MI3 primer
and BigDye 31 terminators (Applied Biosystems) in an
ABI3100 sequencer.

Sequences were dited in BIOEDIT7.0.5.2 (Hall 1999), and
iR 3 software (Rozen & Skaletsky 2000) was used to
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